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Candida glabrata is a commensal of humans which readily colonizes mucosal surfaces like in 

the gastrointestinal tract. In healthy individuals, these yeasts exist as a harmless part of the 

normal microbial flora. However, C.  glabrata is also a successful opportunistic pathogen, 

which can cause infections ranging from superficial mucosal to disseminated via the blood 

stream, causing severe diseases with a high mortality rate. In terms of oral, vaginal and uri-

nary tract infections, C. glabrata has emerged as the second most frequent fungal species 

after C. albicans. 

Despite its generic name of Candida, C. glabrata is phylogenetically more closely related to 

the harmless baker’s yeast Saccharomyces cerevisiae than to other pathogenic Candida 

species. Additionally, the strategies of C. glabrata to evade and escape the human immune 

system differ in fundamental aspects from C. albicans. The virulence of C. glabrata is there-

fore most likely based on genetic factors which are modified for pathogenic characteristics or 

which are not found in S.  cerevisiae and C. albicans at all. 

Although the genome sequence of C. glabrata is available, the function of many genes and 

their role in pathogenicity are still unknown. To identify infection-associated genes of 

C. glabrata, we use transcription data obtained under infection-simulating conditions and 

analyze genes which we found to be C. glabrata-specific in silico. The combination of these 

two methods will define genes which are infection-associated and at the same time specific 

for C. glabrata. These candidate genes will be analyzed in more detail using established in 

vitro and in vivo methods to define their biological role. 
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